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Abstract 
 

Background: Allergic Rhinitis (AR) is an IgE-mediated inflammatory disorder with high morbidity rates. The 

eitiology of this disease is understood to occur from a complex interaction between genetic and environmental 

factors. T helper type 2 cells have been shown to have a crucial role in atopic disease due to their production of 

the cytokines, intelukin (IL)-13 and IL-4, involved in inflammation. Research has shown single nucleotide 

polymorphisms (SNP) of the IL-13 and IL-4 genes to be associated increased levels of IgE and with allergic 

diseases such as, allergic rhinitis, asthma, and atopic dermatitis. Specifically, the rs2243250 SNP of IL-4 and 

the rs20541 SNP of IL-13 have been shown to be associated with AR. 

Methods: A case-control study was designed to investigate the relationship between the two SNPs rs2243250 and 

rs20541 with the incidence of AR. The SNPs were examined in patients with AR and healthy controls (86 patients 

and 86 controls). Blood samples were collected and DNA was extracted to evaluate the SNPs by RFLP-PCR.  

Results: Recessive analysis model of the IL-13 gene (GG vs. AA+AG) revealed that the GG genotype was 

more common in AR patients (P=0.36) )OR=0.8 [81% CI 0.38-1.6]). For the IL-4 gene (TC vs. TT+CC), the 

TC genotype was more common in AR patients (P = 0.0022)) OR=0.71 [60% CI 1.41-5.02]). Furthermore, in 

the IL-4 gene, the 590 T>C polymorphism had a significant association with AR. However, no association was 

found between AR and the IL-13 rs20541 polymorphism. 

Conclusions: Our findings suggest that the IL-13 polymorphism (rs20541, Exo 4, G>A, Arg130Gln) and IL-4 

polymorphism (rs2243250= C-590T, promoter, T>C) are co-associated with AR and sensitivity to 

aeroallergens. However, this study used a cohort of AR patients and healthy controls from the northeast of Iran. 

Given the influence of ethnicity and environment on genetics, further investigation is needed to elucidate the 

role of SNPs in IL-4 and IL-13 in AR among different populations.  
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Introduction 
Allergic rhinitis (AR) is a highly prevalent 

inflammatory disorder impacting the upper 

respiratory tract (1, 2). The development of AR 

occurs from a complex interaction between 

environmental and genetic factors. The presence of 

AR is characterized by elevated levels of plasma 

immunoglobulin (Ig)E and an overexpression of T 

helper type 2 (Th2) cytokines (3). 

Although the etiology remains to be clearly 

elucidated, the pathogenesis of AR has been found 

to involve different inflammatory cells including, 

mast cells, CD4+ T cells, B cells, macrophages, and 

eosinophils infiltrating the nasal cavity following 

exposure to a stimulating allergen (4). In AR, 

dysregulation of the Th1/Th2 immune response 

leads to the production and binding of allergen-

specific immunoglobulin IgE to mast cells (5, 6). 

When the upper airway is exposed to allergens, the 

allergens interact with the IgE antibodies which 

leads to the release of a number of cytokines, 

chemokines and inflammatory mediators by mast 

cells. This leads to the accumulation of T cells, 

basophils, mast cells, and eosinophils within the 

nasal cavity (5-7). The release of cytokines, 

specifically, interleukin (IL)-4 and IL-13, are known 

to hold a key role in the pathogenesis of AR (4, 8).  

Genetic factors have been found to have a strong 

association with the development and severity of 

AR, and response to treatment (3, 9, 10). 

Chromosome 5q31.1 has been largely investigated 

as this region of the genome contains several 

candidate genes for allergic disease, including the 

gene for the Th2 cytokines, IL-4 and IL-13 (11). 

Within allergic rhinitis, the Th2 response 

predominantly entails T cells infiltrating the nasal 

cavity and releasing IL-4 and IL-13. The release of 

IL-4 and IL-13 significantly contributes to the IgE-

mediated allergic inflammation (5). IL-4 is a B cell 

growth factor known to have a large role in the 

allergic response. Here, IL-4 and IL-13 is involved 

in promoting isotype class switching from IgM to 

IgE, which encourages T cell differentiation towards 

a Th2 cell phenotype, and enhances the antigen 

presenting capacity of B cells (12-14). In addition, 

IL-13 shares many biological activities with IL-4 

and holds a critical role in the allergic response as it 

is also involved in isotype class switching to IgE.  

 

However, the release of IL-13 by Th2 lymphocytes 

has a role in modulating the inflammatory allergic 

response and promotes tissue remodeling in an 

allergic diseases similar to AR (15) . 

Single nucleotide polymorphisms (SNPs) in both 

the IL-4 and IL-13 genes have been reported to be 

associated with allergic responses (15-21). With 

respect to IL-4, the C-590T (rs2243250) SNP 

located in the promoter region has been previously 

shown to correlate with an increased risk of AR. 

This SNP is understood to up-regulate IL-4 gene 

expression and subsequently increase the levels of 

plasma IgE, exacerbating the symptoms of AR (17-

20). Furthermore, the IL-13 gene has several SNPs 

which are often associated with allergic disorders 

(21-24). Seven polymorphisms have been reported 

within the IL-13 gene however the SNP, Arg130Gln 

(rs20541), located in exon 4 of the IL-13 gene, has 

been identified to have the strongest association with 

high levels of plasma IgE (21,24) and with the 

development of AR (19, 21, 25).  

In this study, we assumed that the functional 

polymorphisms in IL-4 and IL-13, rs2243250 and 

rs20541, respectively contribute to the susceptibility 

of AR. To test this, we performed a genotype 

analysis for the C-590T SNP in IL-4 and the Arg130 

Gln SNP in IL-13 in a cohort of patients from the 

north east region of Iran. 

  

Materials and methods 

Study design and subjects 

This study was approved by the Ethical 

Committee of Mashhad University of Medical 

Sciences. The case-control study included 86 

patients with allergic rhinitis and 86 healthy 

subjects. AR was confirmed by the skin prick test, 

and diagnosed according to the Allergic Rhinitis 

and Impact on Asthma (ARIA) guideline criteria 

for all participants (2). A questionnaire was 

provided to each participant, including signs and 

symptoms of allergic rhinitis based on the ARIA 

guidelines. Both groups were asked to read and 

sign informed consent forms. Following this, 

clinical examination and skin-prick tests were 

conducted to determine the presence of allergies. 

Specifically, the skin-prick test, contained extracts 

of common allergens including aeroallergens 
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(such as pollen, trees, grasses and weeds) and dust 

mites, was performed to ensure the diagnosis of 

allergy in all the participants. The skin prick tests 

were negative in the control group. The control 

group consisted of relatives of patients, staff in the 

Immunology department, students, and 

volunteers. Healthy subjects were placed in the 

control group. Individuals with possible chronic 

systemic disorder, atopy and allergic disease, a 

family history of asthma, allergy and airway 

diseases were excluded from the control group. 

The principles of the Helsinki Convention apply 

to this study and no additional cost was required 

from the patients. The inclusion criteria were as 

follows for the AR patients: a positive history of 

allergic rhinitis, a positive physical examination, 

and positive skin-prick test. Patients with a 

diagnosis of allergic rhinitis, who referred to the 

allergy clinic of Ghaem Hospital, were included 

in the study. Patients with malignant disease, 

auto-immune disease, lung disease, psoriasis or 

any diffuse dermatitis or respiratory infection 30 

days prior to recruitment for the study were 

excluded from the patient group.  

 

DNA extraction  

After confirming the presence or absence of 

allergic retinitis in the participants, 5ml of venous 

blood was collected from both the patient and 

control groups in falcon tubes containing EDTA. 

DNA was extracted using an extraction kit 

(QIAGEN Germany Cat No. /ID: 69504).  

Genotyping 

Genotyping of the two SNPs, rs2243250 of the 

IL-4 gene and Andrs20541 of the IL-13 gene, 

was performed using polymerase chain 

reaction (PCR) followed by restriction 

fragment length polymorphism (RFLP). 

Characteristics of the SNPs, primer sequences, 

PCR products size and restriction enzymes are 

provided in Table 1.  

 
Table 1. The characteristics of SNPs, primer sequences, PCR product size and restriction enzymes 

Name of SNP Primer sequence 

PCR 

product 
(bp) 

Restriction 

Enzyme 

IL-4 (rs2243250) 
(F)= 5’-CTTCCGTGAGGACTGAATGAGAC-3’ 

®=5’GCAAATAATGATGCTTTCGAAGTTTCAG3’ 
195 AvaII 

IL-13 (rs20541) 
(F)= 5’-TAAACTTGGGAGAACATGGT-3’ 
(R)= 5’-TGGGGAAAGATAGAGTAATA-3’ 

236 NLAIV 

 

PCR was carried out in a thermal cycler in a total 

volume of 20 μl. This mixture contained 1 μl of 

each primer, 1 μl of the extracted DNA, 2 μl 

MgCl2, 0.4 μl of each deoxynucleotide 

triphosphate, 0.25 μl of Taq DNA polymerase, 2 

μl of 10X buffer and 12.35 μl of nuclease-free 

water. The genotype of the rs2243250 

polymorphism was from type CC, CT, and TT, 

while the genotype of the rs20541 

polymorphism was from type AA, CC and AC. 

The DNA was denatured at 93 °C for 3 min, and 

temperature cycling was set at 93 °C for 30s, 57 

°C (P1) or 62 °C (P2) for 30s, and 72 °C for 2 

min, followed by a final extension at 72 °C for 

10 min. The sizes of the generated PCR products 

were 100 bp. The PCR products were cleaved by 

AvaII for rs2243250 and NLAIV for rs20541 as 

follows: 25 μl of the PCR product was added to 

0.5 μl of the enzyme, and then 2.5 μl of buffer 

and 5 μl of PCR product was added to 17 μl of 

sterile distilled water, then incubated at 37 °C for 

1 hour prior to running Polyacrylamide gel 

electrophoresis. The digestion produced 210 bp 

and 26 bp fragments for rs20541, and produced 

175 bp and 20 bp for rs2243250.  

Statistical analysis 

The genotype and allele frequencies were 

calculated through chi-square test and data 

analysis was carried out using SPSS software 

(version 16). The proportion of IL-4 and IL-13 

polymorphisms among the patients and controls 

was compared using the exact version of 

McNemar’s test for matched data. Odds ratios 

(comparing the odds of IL-4 and IL-13 negatives 

among cases versus controls) and associated 95% 

confidence intervals were computed through an 

exact logistic regression.  
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Results 
The average age of patients in this study was 26.6 

years (ranging from 15 to 60 years old), the 

average age in the control group was 27.66 

(ranging from 15 to 60 years old). In the patient 

group, 36 (42%) were males, while 40 (47%) 

individuals in the control group were males. There 

was no significant difference between the two 

groups regarding age or gender (P > 0.05). All 

patients in this study had a history of AR. The 

presence or absence of allergy was determined by 

 

the skin-prick test in all participants. For all 

individuals in the control group, the test result 

was negative and the test was determined 

positive for all subjects in the patient group. 

There were 44 patients who were sensitive to 

tree pollen (51%) and 75 patients (79%) were 

also allergic to grass. Additionally, 82 (95%) 

participants were allergic to weeds, and 40 were 

allergic to dust (45%). Patient characteristics are 

presented in Table 2. 
 

Table 2. Demographic information for the subjects in the patient and control group 

Control group 

Number 86 (%) 
Case group Number 

86(%) 
Variable 

 

40 (43%) 
46 (54%) 

 

36 (42%) 
50 (58%) 

Sex 

Male 
Female 

 

15 

60 

27 

 

 

5 

65 

25 

Age (year) 

Minimum 

Maximum 

Average 

- 50 (58%) 
Family history of 

asthma 

 

- 

- 
- 

- 

 

44 (51%) 

75 (79%) 
82 (82%) 

40 (40%) 

Skin prick test 

Trees 

Grass 
Weeds 

mites 

 

Frequency of alleles and genotypes of IL-13 and 

genes 

Enzymatic cleavage of the 195 bp PCR product of 

the IL-4 promoter region resulted in two fragments 

of 175bp and 20 bp. The restriction site is 

eliminated by C allele. For exon 4 of IL-13 gene, 

the 236 bp PCR product was cleaved into two 

fragments of 210 bp and 26 bp. The restriction site 

is eliminated by G allele.  

The distribution of IL-4 and IL-13 genotypes, 

and allele frequencies of the IL-4 SNP rs2243250 

and IL-13 SNP rs20541, were analyzed in the 

patient and control groups (Table 3). Frequency of 

the rs2243250 (C) allele in AR patients was found 

to be increased by 39.16% when compared to 

controls. Furthermore, the distribution of the CC 

genotype was significantly higher (23.6%) in AR 

patients compared to controls.  
 

Table 3. Allele and genotypes frequencies of the IL-4 and IL-13 genes in patient with allergic rhinitis and controls. 

SNP Allele Genotype Case Control PV 
Odds ratio 

(95%CI) 

rs2243250 

T>C 

C 

T 

CC 

TC 
TT 

47 (28%) 

125 (72%) 

8 (10%) 

31 (36%) 
47 (54%) 

(69%) 

52 (31%) 

34 (40%) 

52 (60%) 
0 (0) 

0.0001 

0.001 

0.0001 

0.0022 
0.0001 

6.3 (3.8-9.7) 

0.1 (0.1-0.2) 

6.3 (2.7-11.8) 

0.71 (1.41-5.02) 
0 

rs20541 
G>A 

G 

A 

GG 

AG 

150 (86%) 

22 (14%) 

70 (81%) 

16 (19%) 

(80%) 

27 (20%) 

66 (76%) 

20 (24%) 

0.23 

0.24 

0.36 

0.28 

0.76 (0.42-1.39) 

1.31 (0.71-2.2) 

0.8 (0.38-1.66) 

1.32 (0.63-2.7) 
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The C allele in rs2243250 was associated with 

an increased the risk of AR by 6.3-fold (95%CI: 

3.8-9.7). The CC genotype of rs2243250 in IL-4 

was associated with a 6.3-fold (95% CI: 2.7-11.8) 

increased risk of AR occurrence. However, the 

SNP rs20541 in exon 4 of the IL-13 gene was not 

found to be associated with the risk of AR.  

Discussion 
AR is a multifaceted disorder that originates from a 

complex interaction of genetic and environmental 

factors that can lead to the dysregulation of the 

immune system (3, 26). The present study was 

aimed at evaluating the association of SNPs in the 

IL-4 promoter (rs2243250; C-590T) and exon 4 of 

the IL-13 gene (rs20541; Arg130Gln) with the 

incidence of AR in a cohort of patients from 

northeastern Iran. 

It has been well-documented that IL-4 has a 

critical role in the pathogenesis of AR, particularly in 

the late phase of the disease (5). Mast cells and T 

helper cells are the main source of IL-4 promoting 

the differentiation of Th2 cells and IgE production 

(5, 27). Our results showed an association between 

the C-590T SNP in the IL-4 promoter gene and AR 

risk. However, the Arg130Gln SNP in IL-13 

showed no significant association with the risk of 

AR. We also found that the CC genotype and C 

allele of the C-590T polymorphism had a positive 

association with the incidence of AR. These 

finding are in accordance with work from previous 

studies evaluating the relationship between IL-4 

SNPs and the risk of various allergic-related 

diseases (18). A large meta-analysis evaluating 

several published human studies revealed that the 

T allele and TT genotype of the C-590T 

polymorphism in the IL-4 gene promoter have a 

positive association with AR risk (18).  

The promoter region of the IL-4 gene contains a 

590C/T SNP that is understood to interact with 

nuclear transcription factors and regulate IL-4 

expression. Specifically, the T allele has been shown 

to enhance the binding of nuclear transcription 

factors to the promoter region, ultimately 

upregulating the IL-4 expression (19, 28, 29). 

Furthermore, it was found that there is a relationship 

between IL-4 -590C/T polymorphisms and IgE 

levels. The substitution of C with T in the -590 

position of the IL-4 promoter has been observed to 

increase IgE levels in patients with asthma (30, 31). 

In China, AR patients with the TT polymorphism 

have been found to have significantly higher levels 

of IgE and an increased risk of AR than those with 

the CT/CC genotypes (19). Contrary to previous 

findings, Movahedi et al. reported that in AR 

patients from an Iranian population in Tehran, the 

CC genotype in the -590C/T SNP within IL-4 gene 

was associated with increased risk of AR. Patients 

with the TT genotype were found to have a negative 

association with AR (20). The inconsistencies may 

be explained by the variations in allele frequencies 

among different ethnic groups. Therefore, the TT 

genotype in the population in the north east of Iran 

may be more frequent than in those from Tehran. 

The contradictory results from our study and the 

Tehran study are supported by previous research 

that has shown similar conflicting findings. A 

separate study observed a protective effect for the 

CC genotype when compared to the TC and TT 

genotypes of patients with allergic-related disorders, 

including AR, asthma, and atopic dermatitis (32). 

Similarly, additional studies of patients with rhino 

conjunctivitis and hay fever showed no significant 

association between the -590C/T SNP and allergy 

(33, 34). Although we did not observe any 

association between the Arg130Gln SNP in IL-13 

and a risk of AR, it has been frequently reported that 

this SNP is associated with plasma levels of IgE and 

AR risk (19, 22, 31, 35-38). Lack of an association 

in our study may be due to the differences in ethnic 

backgrounds and the effect of the environment on 

the genetic background of our examined population. 

This is supported by research from a meta-analysis 

showing that the contradictory findings regarding 

the association of specific SNPs with allergic 

rhinitis is likely a result of the genetic variation 

among different ethnicities and the effect of 

different environmental factors (38). The various 

results reported from different studies regarding 

genetic polymorphisms of cytokines in allergic 

rhinitis indicate different roles for particular genetic 

polymorphisms among various ethnicities. 

Diseases with complex traits such as allergic 

rhinitis are likely to be explained by complex 

genetic interactions, as well as the genetic and 

environmental factors. Therefore, different racial 

groups could express different polymorphisms 

within candidate genes. 
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Due to the differences among various studies 

examining the relationship between the genetic 

polymorphisms of cytokines, levels of cytokines 

production, and gene expression, additional 

research is necessary to further identify and 

evaluate the SNPs in genes involved in allergic 

rhinitis and the relationship with the serum level of 

inflammatory cytokines and IgE. Furthermore, it is 

suggested that this genetic relationship be 

evaluated in other Iranian races. Another 

suggestion would be to incorporate a greater 

number of clinical indices to provide a more 

accurate assessment of the relationship between the

 genetic polymorphism of cytokines, and the 

development and severity of allergic rhinitis. These 

efforts will help to create improved diagnostic and 

medical treatments for allergic rhinitis. 

Acknowledgment 
This study was supported by a grant from 

Mashhad University of Medical Sciences 

(#90085). The results described in this paper 

were part of the fellow dissertation in Allergy 

and clinical Immunology. 

The authors declare no conflicts of interest for 

this report.  

 
 

References 

1. Bourdin A, Gras D, Vachier I, Chanez P. Upper 

airway· 1: Allergic rhinitis and asthma: united 

disease through epithelial cells. Thorax. 

2009;64(11):999-1004. 

2. Shirkani A, Mansouri A, Abbaszadegan MR, 

Faridhosseini R, Azad FJ, Gholamin M. GATA3 

Gene Polymorphisms Associated with Allergic 

Rhinitis in an Iranian Population. Reports of 

biochemistry & molecular biology. 2017;5(2):97. 

3. Davila I, Mullol J, Ferrer M, Bartra J, Del 

Cuvillo A, Montoro J, et al. Genetic aspects of 

allergic rhinitis. J Investig Allergol Clin Immunol. 

2009;19(Suppl 1):25-31. 

4. Small P, Frenkiel S, Becker A, Boisvert P, 

Bouchard J, Carr S, et al. Rhinitis: A Practical and 

Comprehensive Approach to Assessment and 

Therapy. Journal of otolaryngology. 2007;36. 

5. Pawankar R, Mori S, Ozu C, Kimura S. 

Overview on the pathomechanisms of allergic 

rhinitis. Asia Pacific Allergy. 2011;1(3):157-67. 

6. Howarth P. Allergic rhinitis: not purely a 

histamine‐related disease. Allergy. 

2000;55(s64):7-16. 

7. Kay A. Allergy and allergic diseases. New 

England Journal of Medicine. 2001;344(1):30-7. 

8. Riccio A, Tosca M, Cosentino C, Pallestrini E, 

Ameli F, Canonica G, et al. Cytokine pattern in 

allergic and non‐allergic chronic rhinosinusitis in 

asthmatic children. Clinical & Experimental 

Allergy. 2002;32(3):422-6. 

9. Toda M, Ono SJ. Genomics and proteomics of 

allergic disease. Immunology. 2002;106(1):1-10.  

10. Peden DB. Influences on the development of 

allergy and asthma. Toxicology. 2002;181:323-8. 

 

11.  Mou Z, Shi J, Tan Y, Xu R, Zhao Z, Xu G, et 

al. Association between TIM-1 gene 

polymorphisms and allergic rhinitis in a Han 

Chinese population. J Investig Allergol Clin 

Immunol. 2010;20(1):3-8. 

12.  Coffman RL, Ohara J, Bond MW, Carty J, 

Zlotnik A, Paul W. B cell stimulatory factor-1 

enhances the IgE response of lipopolysaccharide-

activated B cells. The Journal of Immunology. 

1986;136(12):4538-41. 

13.  Bacharier LB, Geha RS. Molecular 

mechanisms of IgE regulation. Journal of Allergy 

and Clinical Immunology. 2000;105(2):S547-S58. 

14.  Seder RA, Paul WE. Acquisition of 

lymphokine-producing phenotype by CD4+ T 

cells. Annual review of immunology. 

1994;12(1):635-73. 

15.  de Vries JE. The role of IL-13 and its receptor 

in allergy and inflammatory responses. Journal of 

Allergy and Clinical Immunology. 

1998;102(2):165-9. 

16.  Yokouchi Y, Nukaga Y, Shibasaki M, 

Noguchi E, Kimura K, Ito S, et al. Significant 

evidence for linkage of mite-sensitive childhood 

asthma to chromosome 5q31–q33 near the 

interleukin 12 B locus by a genome-wide search in 

Japanese families. Genomics. 2000;66(2):152-60. 

17.  Yokouchi Y, Shibasaki M, Noguchi E, 

Nakayama J, Ohtsuki T, Kamioka M, et al. A 

genome-wide linkage analysis of orchard grass-

sensitive childhood seasonal allergic rhinitis in 

Japanese families. Genes and immunity. 

2002;3(1):9-13. 



Association of IL-13 and 4 polymorphism and Allergic Rhinitis 
 

     Rep. Biochem. Mol. Biol, Vol.8, No.2, July 2019    117 

18.  Li Z-p, Yin L-l, Wang H, Liu L-s. Association 

between promoter polymorphisms of interleukin-4 

gene and allergic rhinitis risk: a meta-analysis. 

Journal of Huazhong University of Science and 

Technology [Medical Sciences]. 2014;34:306-13. 

19.  Lu M-P, Chen R-X, Wang M-L, Zhu X-J, Zhu 

L-P, Yin M, et al. Association study on IL-4, IL-13 

and IL-4RA polymorphisms in mite-sensitized 

persistent allergic rhinitis in a Chinese population. 

PloS one. 2011;6(11):e27363. 

20.  Movahedi M, Amirzargar AA, Nasiri R, 

Hirbod-Mobarakeh A, Farhadi E, Tavakol M, et al. 

Gene polymorphisms of Interleukin-4 in allergic 

rhinitis and its association with clinical phenotypes. 

American journal of otolaryngology. 

2013;34(6):676-81. 

21.  Wang M, Liu J, Tian X, Zhu X, Liu Y. 

Association of IL-13 rs20541 polymorphism and 

risk of allergic rhinitis: evidence from a meta-

analysis. INTERNATIONAL JOURNAL OF 

CLINICAL AND EXPERIMENTAL 

MEDICINE. 2016;9(8):15914-20. 

22.  Graves PE, Kabesch M, Halonen M, Holberg 

CJ, Baldini M, Fritzsch C, et al. A cluster of seven 

tightly linked polymorphisms in the IL-13 gene is 

associated with total serum IgE levels in three 

populations of white children. Journal of Allergy 

and Clinical Immunology. 2000;105(3):506-13. 

23. DeMeo D, Silverman E, Senter J, Drazen J, 

Barth M, Laird N, et al. Univariate and multivariate 

family‐based association analysis of the IL‐13 

ARG130GLN polymorphism in the Childhood 

Asthma Management program. Genetic 

epidemiology. 2002;23(4):335-48. 

24.  Tsunemi Y, Saeki H, Nakamura K, Sekiya T, 

Hirai K, Kakinuma T, et al. Interleukin-13 gene 

polymorphism G4257A is associated with atopic 

dermatitis in Japanese patients. Journal of 

dermatological science. 2002;30(2):100-7. 

25.  Shazia M, Kanza M, Mehwish I, Irum S, 

Farida A, Asifa A. IL-13 gene polymorphisms and 

their association with atopic asthma and rhinitis in 

Pakistani patients. Iranian Journal of Allergy, 

Asthma and Immunology. 2013;12(4):391. 

26.  Bashi DS, Dowom SA, Bazzaz BSF, 

Khanzadeh F, Soheili V, Mohammadpour A. 

Evaluation, prediction and optimization the 

ultrasound-assisted extraction method using 

response surface methodology: antioxidant and 

biological properties of Stachys parviflora L. 

Iranian journal of basic medical sciences. 

2016;19(5):529. 

27.  Okano M, Satoskar A, Abe M, Harn D, 

Nishizaki K, Takeda Y, et al. 

Interleukin‐4‐independent production of Th2 

cytokines by nasal lymphocytes and nasal 

eosinophilia in murine allergic rhinitis. Allergy. 

2000;55(8):723-31. 

28.  Nakashima H, Miyake K, Inoue Y, Shimizu S, 

Akahoshi M, Tanaka Y, et al. Association between 

IL-4 genotype and IL-4 production in the Japanese 

population. Genes and immunity. 2002;3(2):107-9. 

29.  Rosenwasser L, Klemm D, Dresback J, 

Inamura H, Mascali J, Klinnert M, et al. Promoter 

polymorphisms in the chromosome 5 gene cluster 

in asthma and atopy. Clinical & Experimental 

Allergy. 1995;25(s2):74-8. 

30.  Chanez P, Wenzel SE, Anderson GP, Anto 

JM, Bel EH, Boulet L-P, et al. Severe asthma in 

adults: what are the important questions? Journal of 

Allergy and Clinical Immunology. 

2007;119(6):1337-48. 

31.  Kim JJ, Min JY, Lee JH. Polymorphisms in the 

IL-13 and IL-4 receptor alpha genes and allergic 

rhinitis. European archives of oto-rhino-

laryngology. 2007;264(4):395-9. 

32.  de Guia RM, Ramos J. The-590C/T IL-4 

single-nucleotide polymorphism as a genetic factor 

of atopic allergy. Int J Mol Epidemiol Genet. 

2010;1(1):67-73. 

33.  Miyake Y, Tanaka K, Arakawa M. 

Polymorphisms in the IL-4 gene, smoking, and 

rhinoconjunctivitis in Japanese women: The 

Kyushu Okinawa Maternal and Child Health 

Study. Human immunology. 2012;73(10):1046-9. 

34.  Imboden M, Nieters A, Bircher A, Brutsche M, 

Becker N, Wjst M, et al. Cytokine gene 

polymorphisms and atopic disease in two 

European cohorts.(ECRHS-Basel and 

SAPALDIA). Clinical and Molecular Allergy. 

2006;4(1):1. 

35.  Maier LM, Howson JM, Walker N, Spickett 

GP, Jones RW, Ring SM, et al. Association of IL-

13 with total IgE: evidence against an inverse 

association of atopy and diabetes. Journal of allergy 

and clinical immunology. 2006;117(6):1306-13. 

36.  Wang M, Xing Z-M, Lu C, Ma Y-X, Yu D-L, 

Yan Z, et al. A common IL-13 Arg130Gln single 



Shirkani A et al 

 

         Rep. Biochem. Mol. Biol, Vol.8, No.2, July 2019 118 

nucleotide polymorphism among Chinese atopy 

patients with allergic rhinitis. Human genetics. 

2003;113(5):387-90. 

37.  Wang DY. Genetic predisposition for atopy 

and allergic rhinitis in the Singapore Chinese 

population. Asia Pacific Allergy. 2011;1(3):152. 

38.  Ying X-J, Zhao S-W, Wang G-L, Xie J, Xu H-

M, Dong P. Association of interleukin-13 SNP 

rs20541 with allergic rhinitis risk: a meta-analysis. 

Gene. 2013;521(2):222-6. 

 


